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<140> 
<141> 

<160> 11 



<170> Pacencin Ver. 2.0 



<210> 1 
<211> 1807 
<212> DNA 

<213> Arabidopsis thaliana 
<400> 1 

agagagcagc tcccttcccc tcggcgagga ggaaggaaga agaaagccag agagagagag 6 0 
agagatcatc gcagcttctc ctccgaccat ttgactgcga ctgtgattac aacacaccgt 120 
tgatcctacg aaaaagaggt aatggatact ggcggcaatt cgctggcgtc - cggacctgat 180 
ggtgtgaaga ggaaagtttg ttatttctat gaccctgagg tcggcaatta ctactatggc 240 
caaggtcatc ccatgaagcc ccatcgcatc cgcatgaccc atgccctcct cgctcactac 300 
ggtctccttc agcatatgca ggttctcaag cccttccctg cccgcgaacg tgatctctgc 360 
cgcttccacg ccgacgacta tgtctctttt ctccgcagca ttacccctga aacccagcaa 420 
gatcagattc gccaacttaa gcgcttcaat gttggtgaag actgtcccgt ctttgacggc 480 
ctttatcccc . tccgccagac ctatgctgga ggatctgttg gtggctctgt caagcttaac 540 
cacggcctct gcgatattgc catcaactgg gctggtggtc tccatcacgc taagaagtgc 600 
gaggcctctg gcttctgtta cgtcaatgat atcgtcttag ctatcctaga gctccttaag 660 
cagcatgagc gtgttcttta cgtcgatatt gatatccacc acggggatgg agtggaggag 720 
gcattttatg ctactgacag ggttatgact gtctcgtttc acaaatttgg tgattacttt 780 
cccggtacag gtcacattca ggatataggt tatggtagcg gaaagtacta ttctctcaat 840 
gtaccactgg acgatggaat cgatgatgag agctatcatc tgttattcaa gcccatcatg 900 
gggaaagtta tggaaatttt ccgaccaggg gctgtggtat tgcaatgtgg tgctgactcc 960 
ctatctgggg atcggttagg ttgcttcaat cttccaatca aaggtcatgc tgagtgcgtc 1020 
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aaatttatga gatcgttcaa tgttccccta ctgctcttgg gtggtggtgg ttacaccatc 1080 

cgcaatgCtg cccgttgctg gtgctacgag actggagttg cacttggagt tgaagttgaa 1140 

gacaagatgc cggagcatga atattatgaa tactttggtc cagactatac acttcacgtt 1200 

gctccaagta acatggaaaa taagaattct cgtcagatgc ttgaagagat tcgcaatgac 1260 

cttctccaca atctctctaa gcttcagcat gctccaagtg taccatttca ggaaagacca 1320 

cccgatacag agactcccga ggttgacgaa gaccaagaag atggggataa aagatgggat 1380 

ccggattcag acatggatgt tgatgatgac cgtaaaccta taccaagcag agtaaaaaga 1440 

gaagctgttg aaccagatac aaaggacaag gatggactga aaggaactat ggagcgtgga 1500 

aaaggttgtg aggtggaggt ggatgagagt ggaagcacta aggttacagg agtaaaccca 1560 

gtgggagtgg aggaagcaag tgtgaaaatg gaagaggaag gaacaaacaa gggtggggcg 1620 

gagcaggcgt ttcctcctaa aacataagac tcggagcttc taatttcttg ctactttttc 1680 

tgtctatcaa atgttgctag ttaagtttcc ggagttgttg ntgttgtaag cactcctctg 1740 

ttttagagga ttgagcacgg atatgtattt attcgttgca tgtctgaatg atgatatgat 1800 

atgacaa 1807 

<210> 2 
<211> 501 
<212> PRT 

<213> Arabidopsis thaliana 
<400> 2 

Met: Asp Thr Gly Gly Asn Ser Leu Ala Ser Gly Pro Asp Gly Val Lys 
15 10 15 

Arg Lys Val Cys Tyr Phe Tyr Asp Pro Glu Val Gly Asn Tyr Tyr Tyr 
20 25 30 

Gly Gin Gly His Pro Met Lys Pro His Arg lie Arg Met Thr His Ala 
35 40 45 

Leu Leu Ala His Tyr Gly Leu Leu Gin His Met Gin Val Leu Lys Pro 
50 55 60 

Phe Pro Ala Arg Glu Arg Asp Leu Cys Arg Phe His Ala Asp Asp Tyr 
65 70 75 80 

Val Ser Phe Leu Arg Ser lie Thr Pro Glu Thr Gin Gin Asp Gin lie 

85 90 95 



Arg Gin Leu Lys Arg Phe Asn Val Gly Glu Asp Cys Pro Val Phe Asp 
100 105 110 



Gly Leu Tyr Ser 
115 

Ser Val Lys Leu 
130 

Gly Gly Leu His 
145 

Val Asn Asp lie 



Arg Val Leu Tyr 
180 

Glu Ala Phe Tyr 
195 

Phe Gly Asp Tyr 
210 

Gly Ser Gly Lys 
225 

Asp Asp Glu Ser 



Met Glu lie Phe 
260 

Ser Leu Ser Gly 
275 

His Ala Glu Cys 
290 

Leu Leu Gly Gly 
305 




Phe Cys Gin Thr 
120 

Asn His Gly Leu 
135 

His Ala Lys Lys 
150 

Val Leu Ala He 
165 

Val Asp He Asp 



Ala Thr Asp Arg 
200 

Phe Pro Gly Thr 
215 

Tyr Tyr Ser Leu 
230 

Tyr His Leu Leu 
245 

Arg Pro Gly Ala 



Asp Arg Leu Gly 
' * 280 

Val Lys Phe Met 
295 

Gly Gly Tyr Thr 
310 
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Tyr Ala Gly Gly 



Cys Asp He Ala 
140 

Cys Glu Ala Ser 
155 

Leu Glu Leu Leu 
170 

He His His Gly 
185 

Val Met Thr Val 



Gly His He Gin 
220 

Asn Val Pro Leu 
235 

Phe Lys Pro He 

250 

Val Val Leu Gin 
265 

Cys Phe Asn Leu 



Arg Ser Phe Asn 

300 

lie Arg Asn Val 
315 




Ser Val Gly Gly 
125 

He Asn Trp Ala 



Gly Phe Cys Tyr 
160 

Lys Gin His Glu 
175 

Asp Gly Val Glu 
190 

Ser Phe His Lys 

205 

Asp He Gly Tyr 



Asp Asp Gly He 
240 

Met Gly Lys Val 
255 

Cys Gly Ala Asp 
270 

Ser' He Lys Gly 
285 

Val Pro Leu Leu 



Ala Arg Cys Trp 
320 



Cys Tyr Glu Thr Gly Val Ala Leu Gly Val Glu Val Glu Asp Lys Met 
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325 330 335 

Pro Glu His Glu Tyr Tyr Glu Tyr Phe Gly Pro Asp Tyr Thr Leu His 
340 345 350 

Val Ala Pro Ser Asn Met Glu Asn Lys Asn Ser Arg Gin Met Leu Glu 
355 360 365 

Glu lie Arg Asn Asp Leu Leu His Asn Leu Ser Lys Leu Gin His Ala 
370 375 380 

Pro Ser Val Pro Phe Gin Glu Arg Pro Pro Asp Thr Glu Thr Pro Glu 
385 390 395 400 

Val Asp Glu Asp Gin Glu Asp Gly Asp Lys Arg Trp Asp Pro Asp Ser 
405 410 415 

Asp Met Asp Val Asp Asp Asp Arg Lys Pro lie Pro Ser Arg Val Lys 
420 425 430 

Arg Glu Ala Val Glu Pro Asp Thr Lys Asp Lys Asp Gly Leu Lys Gly 
435 440 445 

lie Met Glu Arg Gly Lys Gly Cys Glu Val Glu Val Asp Glu Ser Gly 
450 455 460 

Ser- Thr Lys Val Thr Gly Val Asn Pro Val Gly Val Glu Glu Ala Ser 
465 470 475 480 

Val Lys Met Glu Glu Glu Gly Thr Asn Lys Gly Gly Ala Glu Gin Ala 
485 490 495 

Phe Pro Pro Lys Thr 

500 



<210> 3 
<211> 1800 
<212> DNA 

<213> Arabidopsis thaliana 



i 
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<400> 3 

gtgcccacaa ctcctagtaa tgactttctc aggcattgtt gacacaaatt ttgctctgag 60 

taaaacttgg gaatagagag agactctgag tgagagagag attctgagtg agagacggag 120 

atggaggcag acgaaagcgg catctctctg ccgtcgggac ccgacggacg taagcggcga 180 

gtcagttact tctacgagcc gacgatcgga gactactact acggtcaagg ccacccgatg 240 

aagcctcacc ggatccgtat ggctcatagc ctaatcattc actatcacct ccaccgtcgc 300 

ttagaaatca gtcgccctag cctcgctgac gcctccgata tcggccgatt ccatccgccg 360 

gagtatgttg acttcctcgc ttccgtttcg ccggaatcta tgggcgatcc ttccgctgca 420 

cgaaacctaa ggcgattcaa tgtcggtgag gattgtcctg tcttcgacgg actttttgat 480 

ttttgccgtg cttccgccgg aggttctatt ggtgctgccg tcaaattaaa cagacaggac 540 

gctgatatcg ctatcaattg gggcggtggg cttcaccatg ctaagaaaag cgaggcttct 600 

gggttttgct atgtaaacga catcgtgcta gggattctgg agttgctcaa gatgtttaag 660 

cgggttctct acatagatat tgatgtccac catggagatg gagtggaaga agcgttttac 720 

accactgata gagttatgac tgtttctttc cacaaatttg ggga.cttttt cccaggaact 780 

ggtcacataa gagatgttgg cgctgaaaaa gggaaatact atgctctaaa tgttccacta 840 

aacgatggta tggacgatga aagtttccgc agcttgttta gacctcttat ccagaaggtt 900 

atggaagtgt atcagccaga ggcagttgtt cttcagtgtg gtgctgactc cttaagtggt 960 

gatcggttgg gttgcttcaa cttatcagtc aagggtcacg ctgattgcct tcggttctta 1020 

agatcttaca acgttcctct catggtgttg ggtggtgaag ggtatactat tcgaaatgtt 1080 

gcccgttgct ggtgttatga gactgcagtt gctgttggag tagagccgga caacaaactc 1140 

ccttacaatg agtattttga gtatttcggc ccagattata cgcttcatgt cgacccaagt 1200 

cctatggaga atttaaacac gcccaaagat atggagagga taaggaacac gttgctggaa 1260 

caactttcgg gactaataca cgcacctagc gtccagtttc agcacacacc accagtcaat 1320 

cgagttttgg acgagc'cgga agatgacatg gagacaagac caaaacctcg catntggagt 13 80 

ggaactgcga cttatgaatc agacagtgac gatgatgata aacctcttca tggttactca 1440 

tgtcgtggtg gcgcaactac ggacagggac tctaccggtg aagatgaaat ggatgacgat 1500 

aacccagagc cagacgtgaa tcctccatcg tcttaaacca gcttgatggt ttggtgtctc 1560 

ttttgccata tgataatgtc ggcagattta agaaacaagt taggggaatg- aatgattctt 1620 

tgatgttttt tcagcaacct tttgagttct gtgaaaacgc tgcattgatt agaacagtga 1680 

caaccgacta gtattttggc ccaagttaga aaatcagaat atgtgaaaaa aaaaaaaaaa 1740 

aaaaaaaagg gcggccgctc tagaggatcc aagcttacgt acgcgtgcat gcgacgtcat 1800 

<210> 4 ' * - 

<211> 471 
<212> PRT 

<213> Arabidopsis thaliana 



<400> 4 

Met Glu Ala Asp Glu Ser Gly lie Ser Leu Pro 
15 10 



Ser Gly Pro Asp Gly 
15 
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Arg Lys Arg Arg Val Ser Tyr Phe Tyr.Glu Pro Thr He Gly Asp Tyr 
20 25 30 

Tyr Tyr Gly Gin Gly His Pro Met Lys Pro His Arg lie Arg Met Ala 
35 40 45 

His Ser Leu He He His' Tyr His Leu His Arg Arg Leu Glu He Ser 
50 55 60 

Arg Pro Ser Leu Ala Asp Ala Ser Asp He Gly Arg Phe His Ser Pro 
65 70 75 80 

Glu Tyr Val Asp Phe Leu Ala Ser Val Ser Pro Glu Ser Met Gly Asp 

85 90 95 

Pro Ser Ala Ala Arg Asn Leu Arg Arg Phe Asn Val Gly Glu Asp Cys 
100 105 HO 

Pro Val Phe Asp Gly Leu Phe Asp Phe Cys Arg Ala Ser Ala Gly Gly 
115 120 125 

Ser He Gly Ala Ala Val Lys Leu Asn Arg Gin Asp Ala Asp He Ala 
130 135 140 

He Asn Trp Gly Gly Gly Leu His His Ala Lys Lys Ser Glu Ala Ser 
145 150 155 , 160 

Gly Phe Cys Tyr Val Asn Asp He Val Leu Gly He Leu Glu Leu Leu 
165 170 175 

Lys Met Phe Lys Arg Val Leu Tyr He Asp He Asp Val His His Gly 
180 185 ' 190 

Asp Gly Val Glu Glu Ala Phe Tyr Thr Thr Asp Arg Val Met Thr Val 
195 200 205 

Ser Phe His Lys Phe Gly Asp Phe Phe Pro Gly Thr Gly His He Arg 
210 215 220 

Asp Val Gly Ala Glu Lys Gly Lys Tyr Tyr Ala Leu Asn Val Pro Leu 
225 230 235 240 



Asn Asp Gly Met 



lie Gin Lys val 
260 

Cys Gly Ala Asp 
275 

Ser Val Lys Gly 
290 

Val Pro Leu Met 
305 

Ala Arg Cys Trp 



Asp Asn Lys Leu 
340 

Tyr Thr Leu His 
355 

Lys Asp Met Glu 

.370 

Leu lie His Ala 
385 

Arg Val Leu Asp 



Arg Xaa Trp Ser 
420 

Asp Lys Pro Leu 
435 




Asp Asp Glu Ser 
245 

Met Glu Val Tyr 



Ser Leu Ser Gly 
280 

His Ala Asp Cys 
295 

Val Leu Gly Gly 
310 

Cys Tyr Glu Thr 
325 

Pro Tyr Asn Glu 



Val Asp Pro Ser 
• 360 

Arg lie Arg Asn 
375 

Pro Ser Val Gin 
390 

Glu Pro Glu Asp 
405 

Gly Thr Ala Thr 



His Gly Tyr Ser 
440 
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Phe Arg Ser Leu 
250 

Gin Pro Glu Ala 
265 

Asp Arg Leu Gly 

Leu Arg Phe Leu 
300 

Glu Gly Tyr Thr 
315 

Ala Val Ala Val 
330 

Tyr Phe Glu Tyr 
345 

Pro Met Glu Asn 



Thr Leu Leu Glu 
380 

Phe Gin His Thr 
395 

Asp Met Glu Thr 
410 

Tyr Glu Ser Asp 
425 

Cys Arg Gly Gly 




Phe Arg Pro Leu 
255 

Val Val Leu Gin 
270 

Cys Phe Asn Leu 
285 

Arg Ser Tyr Asn 



lie Arg Asn Val 
320 

Gly Val Glu Pro 
335 

Phe Gly Pro Asp 
350 

Leu Asn Thr Pro 
365 

Gin Leu Ser Gly 



Pro Pro Val Asn 
400 

Arg Pro Lys Pro 
415 

Ser Asp Asp Asp 
430 

Ala Thr Thr Asp 
445 



Arg Asp Ser Thr Gly Glu Asp Glu Met Asp Asp Asp Asn Pro Glu Pro 
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450 455 460 

Asp Val Asn Pro Pro Ser Ser 
465 470 



<210> 5 
<211> 939 
<212> DNA 

<213> Arabidopsis thaliana 
<400> 5 

cacgcgtccg taaaaatcct ctctttttct caaccttgat tcttagccat ggagttctgg 60 
ggaattgaag ttaaatcagg aaagccagtt acagtgactc ctgaagaagg cattcttatc 120 
cacgtttctc aggcatcgct tggagaatgt aaaaacaaga agggagagtt tgtgccttta 180 
catgtaaagg ttgggaacca gaacttggtt ctgggaactc tatcgactga gaacatccct 240 
cagcttttct gtgatttggt attcgacaag gagtttgagc tttctcacac ttggggaaaa 3 00 
ggaagtgttt actttgttgg atacaaaact cccaacattg agccacaagg ctattctgag 3 60 
gaagaagagg aagaagagga agaagttcct gctgggaatg ctgccaaggc tgtagctaaa 420 
ccaaaggcta agcctgcaga agtgaagcca gctgttgatg atgaagagga tgagtctgat 4 80 
tctgacggaa tggatgaaga tgattctgat ggtgaggatt ctgaggaaga agagcctaca 540 
cctaagaagc ctgcatcaag caagaagaga gctaatgaaa ctacccctaa agcacctgtg 600 
tcagcaaaga aggcgaaagt agcagttact cctcagaaaa cagacgagaa gaagaaaggg 6 60 
ggaaaggctg caaaccagag cccaaagtcg gccagtcaag tctcatgtgg ttcatgcaag 720 
aagactttca actcagggaa tgcacttgag tctcacaaca aggccaagca cgctgctgcc 780 
aagtgaagtg gtttcttatt agagcttgtg atttctatgg aattttgcct _ gtagtcttta 840 
tgaaaccttc ggattttctt atattttctt ttgataacaa gagtcttaat gaaagagagc 900 
cagttggagt cttaaaaaaa aaaaaaaaag ggcggccgc 93 9 

<210> 6 
<211> 245 
<212> PRT 

<213> Arabidopsis thaliana ' " - 

<400> 6 

Met Glu Phe Trp Gly lie Glu Val Lys Ser Gly Lys Pro Val Thr Val 
15 10 15 



Thr Pro Glu Glu Gly lie Leu lie His Val Ser Gin Ala Ser Leu Gly 
20 25 30 
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Glu Cys Lys Asn Lys Lys Gly Glu Phe Val Pro Leu His Val Lys Val 
35 40 45 

Gly Asn Gin Asn Leu Val Leu Gly Thr Leu Ser Thr Glu Asn lie Pro 
50 55 60 

Gin Leu Phe Cys Asp Leu Val Phe Asp Lys Glu Phe Glu Leu Ser His 
65 70 75 80 

Thr Trp Gly Lys Gly Ser Val Tyr Phe Val Gly Tyr Lys Thr Pro Asn 

85 90 95 

lie Glu Pro Gin Gly Tyr Ser Glu Glu Glu Glu Glu Glu Glu Glu Glu 
100 105 110 

Val Pro Ala Gly Asn Ala Ala Lys Ala Val Ala Lys Pro Lys Ala Lys 
115 120 125 

Pro Ala Glu Val Lys Pro Ala Val Asp Asp Glu Glu Asp Glu Ser Asp 
130 135 140 

Ser Asp Gly Met Asp Glu Asp Asp Ser Asp Gly Glu Asp Ser Glu Glu 
145 150 155 160 

Glu Glu Pro Thr Pro Lys Lys Pro Ala Ser Ser Lys Lys Arg Ala Asn 
165 170 _ 175 

Glu Thr Thr Pro Lys Ala Pro Val Ser Ala Lys Lys Ala Lys Val Ala 
180 185 190 

Val Thr Pro Gin Lys Thr Asp Glu Lys Lys Lys Gly Gly Lys Ala Ala 
195 200 205 

Asn Gin Ser Pro Lys Ser Ala Ser Gin Val Ser Cys Gly Ser Cys Lys 
210 215 220 

Lys Thr Phe Asn Ser Gly Asn Ala Leu Glu Ser His Asn Lys Ala Lys 
225 230 235 240 



His Ala Ala Ala Lys 
245 
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<210> 7 
<211> 1218 
<212> DNA 

<213> Arabidopsis thaliana 
<400> 7 

gtctttcgct tctaaaaaaa aacctaacaa cctctcttct ctcttcctcg ttcaacaaca 60 

atggagttct ggggagttgc ggtgacacca aaaaacgcta ctaaggtgac tcctgaagaa 120 

gacagccttg tccacatttc tcaggcttca cttgactgca cagCgaaatc tggagaatct 180 

gtggttttga gtgtgactgt tggtggggct aaacttgtta ttggaacact ttcacaagac 240 

aagttccctc agattagctt tgatttggtt tttgataaag agtttgagct ttcacacagc 300 

ggtaccaaag caaatgttca tttcattggc tacaaatccc ccaacatcga gcaggatgac 3 60 

ttcactagtt cggatgatga ggatgttcct gaagctgttc ctgctcctgc ccctactgct 420 

gttactgcca acggaaatgc tggagcagct gttgtcaagg ctgacacaaa gccaaaggcc 480 

aaacctgccg aagtgaagcc tgcagaagag aagcctgaat cagacgagga agatgagtct 540 

gatgatgaag atgaagtctg aagaggatga tgactcttga gaaaggaatg gatggttgat 600 

gaagatgact cagatgatga cgaggaggaa ggattctgag gatgaagaag aggaggagct 66 0 

cttaagaagc ctgagccaat caacaagaag aggccaaatg aatctgtatc caaaacaccc 720 

gtctctggaa agaaggcaaa accagcagca gcaccagctt ctactcctca gaagacagaa 7 80 

gagaagaaga aaggaggaca caccgccaca ccacacccag ctaagaaggg tggaaagtct 840 

cctgtgaatg ctaaccagag ccccaagtct ggaggtcaat catccggtgg taacaacaac 900 

aagaagccat tcaactcagg caaacaattt ggtggttcca acaacaaggg ttctaacaag 960 

ggcaagggaa agggtagagc ttaaggacgt ggatcaagga gaggttttgg gttttcgagt 102 0 

agatgatgaa aacacttgga agtgtggttt tggattttta tcttatttta ttagtataac 1080 

ttgttatcgg atgagctatt ttgagtattt gcaatttcta ctttcctatg taattcagta 1140 

tatgaatatt tgctgaaatg agaaagaaga ctcgaattgc aaacaaaaaa- aaaaaaaaaa 1200 
aaaaaaaagg gcggccgc 1218 

<210> 8 
<211> 305 

<212> PRT - 
<213> Arabidopsis thaliana 

<400> 8 

Met Glu Phe Trp Gly Val Ala Val Thr Pro Lys Asn Ala Thr Lys Val 
15 10 15 



Thr Pro Glu Glu Asp Ser Leu Val His lie Ser Gin Ala Ser Leu Asp 
20 25 30 



Cys Thr Val Lys 
35 

Gly Ala Lys Leu 
50 

lie Ser Phe Asp 
65 

Gly Thr Lys Ala 



Glu Gin Asp Asp 
100 

Val Pro Ala Pro 
115 

Ala Ala Val Val 
130 

Val Lys Pro Ala 
145 

Asp Asp Glu Asp 



Asp Val Asp Glu 
180 

Asp Glu Glu Glu 
195 

Lys Arg Pro Asn 
210 

Ala Lys Pro Ala 
225 

Lys Lys Gly Gly 



Ser Gly Glu Ser 
40 

Val He Gly Thr 
55 

Leu Val Phe Asp 
70 

Asn Val His Phe 
85 ' 

Phe Thr Ser Ser 



Ala Pro Thr Ala 
120 

Lys Ala Asp Thr 
135 

Glu Glu Lys Pro 
150 

Glu Ser Glu Glu 
165 

Asp Asp Ser Asp 



Glu Glu Thr Pro 
200 

Glu Ser Val Ser 
215 

Ala Ala Pro Ala 
230 

His Thr Ala Thr 
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Val Val Leu Ser 



Leu Ser Gin Asp 
60 

Lys Glu Phe Glu 
75 

lie Gly Tyr Lys 
90 

Asp Asp Glu Asp 
105 

Val Thr Ala Asn 



Lys Pro Lys Ala 
140 

Glu Ser Asp Glu 
155 

Asp Asp Asp Ser 
170 

Asp Asp Glu Glu 
185 

Lys Lys Pro Glu 



Lys Thr Pro Val 
220 

Ser Thr Pro Gin 
235 

Pro His Pro Ala 



Val Thr Val Gly 
45 

Lys Phe Pro Gin 



Leu Ser His Ser 
80 

Ser Pro Asn He 
95 

Val Pro Glu Ala 
110 

Gly Asn Ala Gly 
125 

Lys Pro Ala Glu 



Glu Asp Glu Ser 
160 

Glu Lys Gly Met 
175 

Glu Asp Ser Glu 
190 

Pro He Asn Lys 
205 

Ser Gly Lys Lys 



Lys Thr Glu Lys 
240 

Lys Lys Gly Gly 




245 

Lys Ser Pro Val Asn Ala Asn Gin 
260 

Ser Gly Gly Asn Asn Asn Lys Lys 
275 280 

Gly Gly Ser Asn Asn Lys Gly Ser 
290 295 

Ala 
305 
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250 255 

Ser Pro Lys Ser Gly Gly Gin Ser 
265 270 

Pro Phe Asn Ser Gly Lys Gin Phe 
285 

Asn Lys Gly Lys Gly Lys Gly Arg 
300 



<210> 9 
<211> 40 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer 
<400> 9 

cggaggactg tcctccgatc ggaggactgt cctccgtgca 40 

<21-0> 10 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer 
<400> 10 

aattgagctc agccatggag ttctgggg 2 8 

<210> 11 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence : primer 
<400> 11 

acgtggatcc agaaaccact tcacttggc 



